Supporting information

Table S1: Mean pairwise FST comparisons between Northern Italian (NW Italy, Veneto and NE Italy) and Central and South-Eastern European (CSE Europe) samples of western corn rootworm (WCR).

	Population
	NW Italy
	Veneto
	NE Italy
	CSE Europe

	NW Italy
	0.01
	
	
	

	Veneto
	0.09
	0.09
	
	

	NE Italy
	0.40
	0.32
	-
	

	CSE Eur
	0.26
	0.14
	0.14
	0


Note: The population of NW Italy is represented by 3 samples (Oleggio, Storo and Fontanella), the population of Veneto is represented by 6 samples (Borso del Grappa, Conselve, Piove di Sacco, Scorze, San Donà di Piave and Summaga), the population of NE Italy is represented by 1 sample (Buttrio) and the population of CSE Europe is represented by 2 samples (Szekszard and Crepaja).

Figure legends
Figure S1: Graphical representation of the competing scenarios used for the ABC analyses on our European dataset. Scenarios (i), (ii) and (iii) represent the “simple origin” scenarios, scenarios (iv), (v) and (vi) are “single admixture” scenarios and (vii), (viii) and (ix) are “double admixture” scenarios. Historical and demographic parameters were identical for all introduction models. Time 0 is the present and represents the year of the study (2010). The Veneto population was founded t1 generations before the present, had an effective number of founders NFVeneto with the population remaining at this size for BD1 generations (bottleneck duration) and then reached a larger stable effective population size NSVeneto. The putative source populations, the Central South-Eastern European (CSE Europe) and North-West (NW) Italian outbreak populations, diverged from the USA population t4 and t3 generations ago with an effective numbers of founders NFCSE and NFNWItaly, bottleneck durations BD4 and BD3 and stable effective population sizes NSCSE and NSNW Italy, respectively. The North-East (NE) Italian population was founded t2 generations ago from the CSE European population, with an effective number of founders NFNEItaly, a bottleneck duration BD2 and an effective population size NSNEItaly. When admixture occurs, the admixture rates ar and 1-ar are the genetic contribution of each of the source populations to the origin of the Veneto population. An unsampled population called the “Ghost population” was included into the analysis to allow “double admixture” scenarios (scenario (vii), (viii) and (ix)) between NE and NW Italy and CSE outbreak populations. This “Ghost population” is the result of a single admixture between two of the three putative source populations (the populations involved depend on the scenario), tG generations ago (tG>t1 and tG<t2), with an effective number of founders NFGhostPopulation, a bottleneck duration BDG and an effective population size NSGhostPopulation. The rates of admixture corresponding to the “Ghost population” are arG and 1-arG. For all models, populations were assumed to be isolated from each other, with no exchange of migrants. 

Figure S2: Percentage of the mean expected heterozygosity (He) and allelic richness (AR) of the Northern USA source population (Bellefonte, Pennsylvania) for each sample from the three putative parental outbreak areas (NW and NE Italy and CSE Europe) and for samples from Veneto. Dark gray bars indicate the mean expected heterozygosity (He) of the various samples, whereas light gray bars correspond to their allelic richness (AR).
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Figure S2
